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Over-Expressed CDCA4 Indicates Poor Clinical Efficacy
as a Potential Therapeutic Target for Lung Adenocarcinoma
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ABSTRACT The clinicopathological information and the gene expression data were utilised via The Cancer Genome
Atlas (TCGA) databases. The results have shown that CDCA 4 was over-expressed in lung adenocarcinoma (LUAD) than
those in normal or surrounding non-carcinoma profiles. The value of the receiver operating characteristic (ROC) curve
revealed that CDCA4 can be a novel biomarker with better value for diagnose. Besides, CDCA4 expression levels were
correlated with higher grades of clinical pathologic stage, higher age, and the residual tumour. CDCA4 expression was
observably correlate with immune cell infiltration including macrophage cells, CD4 + T cells and B cells. Over-
expression of CDCA4 in LUAD was related to a poor overall survival and first progression survival time. Additionally,
the nomograms indicated that over-expression of CDCA4 might be a potential prognosis biomarker for LUAD.



